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Tofacitinib (3-[(3R,4R)-4-methyl-3-[methyl(7H-pyrrolo[2,3-d]pyrimidin-4-yl)amino]piperidin-1-yl]-3 

-oxopropanenitrile) is an oral Janus kinase inhibitor that is approved in countries including Japan and the 

United States for the treatment of rheumatoid arthritis, and is being developed across the globe for the 

treatment of inflammatory diseases.  In the present study, a physiologically-based pharmacokinetic 

model was applied to compare the pharmacokinetics of tofacitinib in Japanese and Caucasians to assess 

the potential impact of ethnicity on the dosing regimen in the two populations.  Simulated plasma 

concentration profiles and pharmacokinetic parameters, i.e. maximum concentration and area under 

plasma concentration-time curve, in Japanese and Caucasian populations after single or multiple doses of 

1 to 30 mg tofacitinib were in agreement with clinically observed data.  The similarity in simulated 

exposure between Japanese and Caucasian populations supports the currently approved dosing regimen 

in Japan and the United States, where there is no recommendation for dose adjustment according to race.  

Simulated results for single (1 to 100 mg) or multiple doses (5 mg twice daily) of tofacitinib in extensive 

and poor metabolizers of CYP2C19, an enzyme which has been shown to contribute in part to tofacitinib 

elimination and is known to exhibit higher frequency in Japanese compared to Caucasians, were also in 

support of no recommendation for dose adjustment in CYP2C19 poor metabolizers.  This study 

demonstrated a successful application of physiologically-based pharmacokinetic modeling in evaluating 

ethnic sensitivity in pharmacokinetics at early stages of development, presenting its potential value as an 

efficient and scientific method for optimal dose setting in the Japanese population. 

 

Recently, many pharmaceutical companies are adopting global development strategies for efficient 

worldwide marketing, and multi-regional clinical trials are being widely conducted with the objective of 

minimizing drug lag in a particular region (1).  Although many drugs have comparable profiles among 

populations, ethnic or racial differences may contribute to variability in pharmacokinetics (PK) and 

pharmacodynamics (PD), and thereby influence the efficacy and safety profiles of a drug between populations 

(2,3).  In fact, numerous differences have been reported in approved dosages for drugs approved in the 

International Conference on Harmonization (ICH) regions, i.e. the United States, the European Union and Japan, 

and the dose approved in Japan is known to be often lower than that in the United States or Europe (4-7).  The 

ICH has issued a guidance that recommends evaluation of the impact of ethnic factors, in order to facilitate the 

use of foreign clinical data in extrapolating to a “new region” and to minimize duplication of clinical studies (8).  

As listed in “ICH E5 Ethnic Factors in the Acceptability of Foreign Clinical Data,” PK and PD factors of a drug 

may be influenced not only by intrinsic factors, such as gender, race, age and genetic polymorphism in drug 

disposition, but also extrinsic factors, such as climate, diet, medical practice, socioeconomic factors and drug 

compliance, all of which should be taken into consideration for successful global development (8).  To 

encourage pharmaceutical companies to include Japan in global drug development from the early stages of 

development, the Japanese regulatory authority has issued the “Basic Principles on Global Clinical Trials” which 

provides guidance on the basic concepts for planning and implementing multi-regional trials in Japan (9).  In 

the meantime, the Japanese regulatory authority also emphasizes the need to ensure adequate tolerability in the 

Japanese population prior to joining global studies, and the requirement for the inclusion of sufficient domestic 

clinical trial data in new drug application data packages (9,10).  Thus, joining a multi-regional study in a timely 

manner requires prior assessment of dosage in the participating populations with strong awareness of the ethnic 
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sensitivity in factors that define the risk/benefit characteristics, including PK profiles, PD profiles and medical 

practice (1).   

In this context, physiologically-based pharmacokinetic (PBPK) modeling has been developed as a 

mathematical modeling technique to predict the absorption, distribution, metabolism and excretion (ADME) of 

chemical substances in humans and other animal species.  PBPK modeling provides a mechanistic framework 

that enables the assessment of inter-individual variability in PK and PD using virtual human populations by 

integrating general knowledge of the physical chemistry of a drug with human biology, anatomy, physiology and 

genetics, and is increasingly adopted within the pharmaceutical industry and regulatory authorities as a useful 

tool to identify critical points to be considered in clinical study design and to inform drug labels (11,12).   

Tofacitinib (3-[(3R,4R)-4-methyl-3-[methyl(7H-pyrrolo[2,3-d]pyrimidin-4-yl)amino]piperidin-1-yl]-3 

-oxopropanenitrile, Figure 1) is an oral Janus kinase (JAK) inhibitor that shows considerable selectivity to the 

JAK family of kinases compared to over 82 other kinases tested in the selectivity panel (13,14).  Inhibition of 

JAK1/3 by tofacitinib is proposed to block signaling through the common gamma chain containing receptors for 

several cytokines, including IL-2, -4, -7, -9, -15 and -21.  These cytokines are integral to lymphocyte activation, 

proliferation and function, and inhibition of their signaling may result in suppression of multiple aspects of the 

immune response (14,15).  In addition, cross-over to JAK1 may result in some attenuation of signaling by 

additional cytokines, such as IL-6 and IFN-γ (14).  The primary clearance mechanism of tofacitinib in humans 

has been shown to be via metabolism by CYP3A4 (approximately 55%) followed by metabolism by CYP2C19 

(approximately 15%), and renal excretion as unchanged drug (approximately 30%) (16).   

Tofacitinib is being developed globally for the treatment of various inflammatory diseases including 

rheumatoid arthritis (RA) (17-22), psoriasis (23,24) and inflammatory bowel disease (25), and is currently 

approved for the treatment of RA in multiple countries, including Japan and the United States, where the 

approved dosage is 5 mg twice daily (BID) (26,27).  Prior to approval of tofacitinib for the treatment of RA, 

global development strategies were adopted, and multi-regional clinical trials were conducted to collect clinical 

data in multiple nations including Japanese subjects (28,29).  Clinical data in Japanese healthy volunteers and 

RA patients provided valuable information in the Japanese population in comparison to the Western population, 

resulting in timely regulatory submission and approval in Japan (27,28).  PK profiles in Japanese healthy 

volunteers have been shown to be similar to those in Caucasian healthy volunteers (28).  Moreover, population 

PK analyses demonstrated that exposure in Japanese RA patients was similar to that in Caucasian RA patients, 

thereby requiring no dose adjustment in the Japanese population from a PK perspective (26-28). 

The objective of this study was to characterize the PK profile of tofacitinib in the Japanese healthy 

population using PBPK modeling and to compare the profile with that in the Caucasian healthy population.  

The impact of CYP2C19 genotype on tofacitinib exposure was also evaluated. 

 

 

 

 

 

 
Figure 1. Chemical structure of tofacitinib citrate. (3-[(3R,4R)-4-methyl-3-[methyl(7H-pyrrolo-[2,3-d]pyrimidin-4-yl)amino] 

piperidin-1-yl]-3-oxopropanenitrile monocitrate (MW: 504.5 D) 

 

METHODS 

Clinical data 

Study 1 (28,29): 

This study was a Phase 1, randomized, subject- and investigator-blind, sponsor-open, placebo-controlled, 

single- and multiple-dose escalation study in healthy adult male and female Japanese and Western subjects.  

The primary objectives of the study were to evaluate the PK, safety and tolerability of single and multiple oral 

doses of tofacitinib in healthy adult Japanese subjects.  The study consisted of 2 cohorts, i.e. Cohort A and 

Cohort B.  Cohort A received 3 escalating single doses (1, 5 and 30 mg) of tofacitinib and Cohort B was 

administered a single dose (15 mg) of tofacitinib followed by a BID dose regimen of 15 mg of tofacitinib for 

5 days (single dose on the last day).  The subjects took tofacitinib on an empty stomach.  Blood samples for 

PK analysis were collected up to 48 hours after final dosing.  Blood samples were collected on Day 0 to 

investigate the potential relationship between the exposure of tofacitinib and CYP2C19 genotype. 

 

Study 2 (28,29): 

This study was a Phase 1, single-dose, randomized, 3-treatment, 3-period cross-over, sponsor-open, 

placebo-and positive-controlled trial planned for 60 healthy adult volunteers at 2 sites.  The primary objective 
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was to demonstrate the lack of effect of a single 100 mg dose of tofacitinib relative to placebo on QTc interval in 

Western healthy volunteers.  CYP2C19 genotype and PK data were collected from 60 healthy subjects who 

received a single 100 mg dose of tofacitinib as part of this QT study.  The subjects took tofacitinib on an empty 

stomach.  Blood samples for PK analysis were collected up to 24 hours after dosing.  The *2, *3, *4, *5, and 

*17 alleles of the CYP2C19 gene were genotyped and each subject’s metabolizer status was classified as: poor 

metabolizers – *2/*2, *2/*3, or *3/*3 alleles; ultra-rapid metabolizers – *17/*17; or extensive metabolizers – all 

other allele combinations. 

 

Simulator and Demographic Factors 

Simcyp Simulator® (Version 15 Release 1, SimcypTM, Sheffield, UK) was used to predict the plasma drug 

concentration-time profiles of tofacitinib in virtual Japanese and Caucasian populations.  The Japanese and 

Healthy Volunteers Virtual Population Library provided by Simcyp were used for simulation in the Japanese and 

Caucasian populations, respectively.  Previously reported input parameters for the tofacitinib compound file 

were used to develop a model in the Japanese population (30).  Demographic factors for simulations are 

summarized in Table I for Study 1 and Table II for Study 2.   

 
Table I. Summary of demographic factors for subjects in Study 1 and in Simcyp generated populations 

 Study 1 Simcyp generated 

Population 
Japanese Caucasian Japanese Caucasian 

Cohort Aa) Cohort Bb) Cohort Aa) Cohort Aa) Cohort Bb) Cohort Aa) 

N 8 8 9 100 100 100 

Age (years)c) 
34.15.8 

(24-44) 

35.86.5 

(24-45) 

38.09.6 

(25-52) 

34.25.6 

(24-43) 

34.75.9 

(24-44) 

33.06.7 

 (25-52) 

Height (cm)c) 
173.16.2 

(163.0-182.0) 

167.67.9 

(158.0-176.0) 

178.110.3 

(158.0-191.0) 

168.76.2 

(145.7-184.5) 

163.18.3 

(145.6-184.5) 

175.57.5 

(151.6-192.3) 

Weight (kg)c) 
66.88.9 

(54.0-81.0) 

65.412.0 

(49.0-80.0) 

89.311.5 

(63.0-106.0) 

66.710.1 

(43.9-104.1) 

61.610.4 

(40.4-95.2) 

80.514.0 

 (53.4-126.8) 

Proportion of 

females (%) 
0 38 11 0 38 11 

Proportion of 

CYP2C19 PM (%) 
12.5 12.5 0 12.5 12.5 0 

BID: twice daily, N: number of subjects, PM: poor metabolizer  
a) 1, 5, 30 mg single dose 

b) 15 mg single dose and 15 mg BID for 5 days 

c) Age, height and weight are shown as meanstandard deviation with range. 

 
Table II. Summary of demographic factors for subjects in Study 2 and in Simcyp generated populations 

 Study 2a) Simcyp generateda) 

Population Caucasian/Asian/Other Caucasian/Japanese 

N 60 (30 Caucasians/28 Asians/2 Other) 100 (53 Caucasians/47 Japanese) 

Age (years)b) 32.79.2 (21-51) 

33.98.9 (21-50) 

[30.78.0 (21-49) in Caucasians, 

37.58.6 (22-50) in Japanese] 

Height (cm)b) 167.58.9 (151.0-190.0) 

165.18.7 (145.5-185.4) 

[167.29.2 (151.6-185.4) in Caucasians, 

162.67.5 (145.5-184.6) in Japanese] 

Weight (kg)b) 67.011.7 (51.0-102.0) 

66.714.7 (42.4-120.0) 

[72.915.8 (42.4-120.0) in Caucasians, 

59.79.5 (43.8-86.0) in Japanese] 

Proportion of 

females (%) 

46.7 

(50.0 in Caucasians and Other/42.9 in Japanese) 

53.0 

(64.2 in Caucasians/40.4 in Japanese) 

Proportion of 

CYP2C19 PM (%) 
10.0 0.00 or 100c) 

EM: extensive metabolizer, N: number of subjects, PM: poor metabolizer 

a) 100 mg single dose 

b) Age, height and weight are shown as meanstandard deviation with range. 
c) Proportion of CYP2C19 PMs were set to 0% in the EM population and 100% in the PM population. 

 

The demographic databases for Japanese and Healthy Volunteers population files were as provided by 

Simcyp, except for the hepatic and gastrointestinal abundance levels of CYP3A4 and CYP2C19 protein in the 

Japanese population file.  The default abundance levels of CYP3A4 and CYP2C19 protein in the liver and the 

gastrointestinal tract, provided by Simcyp, are lower in the Japanese population.  However, the effect of 
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ethnicity on CYP3A4 expression level remains to be fully characterized to date.  Furthermore, previous reports 

have demonstrated that genotype, rather than ethnicity, influences the phenotype of some CYP enzymes 

including CYP2C19 (31-33).  In light of these findings, all abundance levels of hepatic and gastrointestinal 

CYP3A4 and CYP2C19 protein in Japanese were adjusted to the same values as the Simcyp default Healthy 

Volunteers Virtual Population Library in this study.  Preliminary studies in our laboratory have confirmed that 

the adjusted Japanese population file produced a better prediction of observed PK profiles in Japanese subjects 

who participated in the two cohorts of Study 1 (unpublished data). 

 

Simulations  

Firstly, simulations were conducted to predict clinically observed PK results in Study 1 and Study 2.  The 

age range, proportion of females, proportion of CYP2C19 poor metabolizers and fasting state were set to match 

those of Study 1 or Study 2, and virtual populations were generated in Simcyp.  As for the prediction of Study 2, 

a population consisting of both Caucasians and Japanese was generated in Simcyp.  The input value for the 

proportion of Japanese were set to match the proportion of Asian subjects in Study 2 and the remaining 

proportion of subjects were generated from the Healthy Volunteers Virtual Population Library.  Each 

simulation was conducted for ten clinical trials of ten subjects.  Simulated data were compared against reported 

clinical data in Study 1 and Study 2.  Secondly, plasma concentration-time profiles of tofacitinib in populations 

of either extensive or poor metabolizers of CYP2C19 were simulated to evaluate the impact of CYP2C19 

genotype on tofacitinib exposure.  The proportion of CYP2C19 poor metabolizers were set to zero for 

simulation in extensive metabolizers and to 1 for simulation in poor metabolizers.  Simulated data were 

compared against reported clinical data in Study 1 and Study 2.  Additional simulations were performed for 

5 mg BID dosing in extensive and poor metabolizers of CYP2C19 using the Japanese and Healthy Volunteers 

Virtual Population Library, as well as in populations with typical proportions of poor metabolizers in the two 

populations, to evaluate the potential impact of ethnicity on exposure for the clinically approved dosing regimen 

for the treatment of RA in Japan and the United States.  The Japanese and Healthy Volunteers population files 

described above were also used for the simulation of the clinically approved dosing regimen.  The age range, 

proportion of females and fasting status were adjusted to match those of Study 1 Cohort A for both Japanese and 

Caucasians as a reference for a typical Phase 1 study.  The default values given in Simcyp were used for typical 

proportions of CYP2C19 poor metabolizers in the Japanese (18%) and Healthy Volunteers (2.4%) population 

files. 

 

RESULTS 

Plasma concentration-time profiles in Japanese and Caucasian healthy volunteers 

Simulated and observed plasma concentration-time profiles for single doses of 1, 5, 15 and 30 mg tofacitinib 

in Japanese are shown in Figure 2, and simulated and observed plasma concentration-time profiles for single 

doses of 1, 5 and 30 mg in Caucasian healthy volunteers are shown in Figure 3.  The respective values for 

maximum plasma concentrations (Cmax) and area under plasma concentration-time curve from zero to infinity 

(AUCinf) are shown in Table III.  Observed concentration data points, including the range of standard deviation, 

were largely within the range of simulated 5th and 95th percentiles.  The simulated versus observed ratios in 

Cmax across doses studied were 0.743-1.06 in Japanese and 0.732-0.928 in Caucasians.  The simulated versus 

observed ratios in AUCinf across doses studied were 1.29-1.50 in Japanese and 1.11-1.28 in Caucasians.  Thus, 

simulations based on the current model resulted in a reasonable prediction of plasma concentration-time profiles 

for single dosing in Japanese and Caucasian healthy volunteers.  Figure 4 shows simulated and observed plasma 

concentration-time profiles for multiple doses of 15 mg BID tofacitinib in Japanese.  The respective Cmax and 

area under the plasma concentration-time curve during a dosing interval (tau) at steady-state (AUCtau) values are 

shown in Table IV.  Observed concentration data points, including the range of standard deviation, were largely 

within the range of simulated 5th and 95th percentiles.  The simulated versus observed ratios were 0.978 for Cmax 

and 1.21 for AUCtau, and thus the current model resulted in a good prediction of plasma concentration-time 

profiles for multiple dosing in Japanese. 

 

Plasma exposure in extensive and poor metabolizers of CYP2C19 

Table V shows the comparison of simulated and observed plasma Cmax and AUCinf values for a single dose of 

100 mg tofacitinib in poor versus extensive metabolizers of CYP2C19.  Simulated and observed ratios between 

poor metabolizers versus extensive metabolizers for Cmax and AUCinf values were similar, demonstrating 

adequate prediction by the current model.  Table VI shows the simulated values for plasma Cmax and AUCinf 

values for single doses of 1, 5, 15 and 30 mg tofacitinib in Japanese extensive and poor metabolizers of 

CYP2C19.  The ratios comparing poor versus extensive metabolizers of CYP2C19 were close to 1.  Moreover, 
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the ratios for poor versus extensive metabolizers of CYP2C19 in simulated Cmax and AUCinf for Japanese 

subjects in Study 1 as shown in Table VI (1.06 for Cmax and 1.21 for AUCinf) were similar to the simulated and 

observed results in Study 2 as shown in Table V (1.06-1.15 for Cmax and 1.17-1.24 for AUCinf). 

 

 

 

Figure 2. Simulated and observed plasma concentration-time profiles of tofacitinib in Japanese following single dosing 

(1-30 mg).  Solid lines show mean simulated plasma concentrations in the Japanese population.  Dotted lines 

show 5th and 95th percentiles for the simulated plasma concentrations.  Filled circles show clinically observed 

plasma concentrations with standard deviation in Japanese subjects in Cohort A in Study 1. 

 

 

 
Figure 3. Simulated and observed plasma concentration-time profiles of tofacitinib in Caucasians following single dosing 

(1-30 mg).  Solid lines show mean simulated plasma concentrations in the Caucasian population.  Dotted lines 

show 5th and 95th percentiles for the simulated plasma concentrations.  Filled circles show clinically observed 

plasma concentrations with standard deviation in Caucasian subjects in Cohort A in Study 1.  

1 mg 5 mg

30 mg15 mg

1 mg 5 mg 30 mg
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Table III. Simulated versus observed tofacitinib exposure in Japanese and Caucasians following single dosing (1-30 mg) 

Population PK parameter Dose Simulateda) Observed in Study 1b) 
Ratio 

(Simulated/Observed) 

Japanese 

Cmax 

(ng/mL) 

1 mg 
7.79 (38) 

7.32 (14) 1.06 
[7.22-8.40] 

5 mg 
38.9 (38) 

41.3 (35) 0.942 
[36.1-42.0] 

15 mg 
127 (38) 

141 (34) 0.901 
[117-137] 

30 mg 
234 (38) 

315 (25) 0.743 
[217-252] 

AUCinf 

(ng*h/mL) 

1 mg 
32.9 (36) 

22.0 (28) 1.50 
[30.5-35.4] 

5 mg 
164 (36) 

111 (22) 1.48 
[153-177] 

15 mg 
514 (35) 

399 (32) 1.29 
[478-554] 

30 mg 
986 (36) 

754(26) 1.31 
[915-1060] 

Caucasian 

Cmax 

(ng/mL) 

1 mg 
6.47 (38) 

7.36 (22) 0.879 
[6.00-6.98] 

5 mg 
32.4 (38) 

34.9 (27) 0.928 
[30.0-34.9] 

30 mg 
194 (38) 

265 (18) 0.732 
[180-209] 

AUCinf 

(ng*h/mL) 

1 mg 
29.1 (39) 

22.8 (11) 1.28 
[26.8-31.6] 

5 mg 
146 (39) 

119 (14) 1.23 
[134-158] 

30 mg 
873 (39) 

788 (16) 1.11 
[805-947] 

AUCinf: area under plasma concentration-time curve from zero to infinity, Cmax: maximum plasma concentration, CV: coefficient of 

variation, PK: pharmacokinetic 
a) Simulated PK parameters are shown as geometric means with %CV and 95% confidence intervals. 

b) Observed PK parameters are shown as geometric means with %CV. 

 

 
Figure 4. Simulated and observed plasma concentration-time profiles of tofacitinib in Japanese following 15 mg BID dosing 

for 5 days (only the morning dose was given on Day 5).  Solid lines show mean simulated plasma concentrations 

in the Japanese population.  Dotted lines show 5th and 95th percentiles for the simulated plasma concentrations.  

Filled circles show clinically observed plasma concentrations with standard deviation in Japanese subjects in 

Cohort B in Study 1.  

Day 1 through Day 5 Day 5
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Table IV. Simulated versus observed tofacitinib exposure in Japanese subjects following 15 mg BID dosing 

 
Simulateda) Observed in Study 1b) 

Ratio 

(Simulated/Observed) 

Cmax (ng/mL) 
133 (37) 

136 (32) 0.978 
[123-143] 

AUCtau (ng*h/mL) 
538 (37) 

445 (25) 1.21 
[498-580] 

AUCtau: area under the plasma concentration-time curve during a dosing interval (tau) at steady-state, BID: twice daily, Cmax: maximum 
plasma concentration, CV: coefficient of variation, PK: pharmacokinetic 

a) Simulated PK parameters are shown as geometric means with %CV and 95% confidence intervals. 
b) Observed PK parameters are shown as geometric means with %CV. 

 

 
Table V. Comparison of simulated and observed tofacitinib exposure in poor versus extensive metabolizers of CYP2C19 

following a single dose of 100 mg 

PK 

parameter  
Population  Simulated a) 

Observed in 

Study 2b) 

Ratio 

(Simulated/Observed) 

CYP2C19 PM/EM ratio 

Simulated 
Observed in 

Study 2 

Cmax 

(ng/mL) 

CYP2C19 

EM  

788 (41) 
565 (31) 1.39 - - 

[725-856] 

CYP2C19 

PM  

839 (40) 
647 (41)  1.30 1.06 1.15 

[774-910] 

AUCinf 

(ng*h/mL) 

CYP2C19 

EM  

3290 (38) 
2680 (28) 1.23 - - 

[3040-3570] 

CYP2C19 

PM  

4070 (37) 
3130 (12) 1.30 1.24 1.17 

[3780-4390] 
AUCinf: area under plasma concentration-time curve from zero to infinity, Cmax: maximum plasma concentration, CV: coefficient of 
variation, EM: extensive metabolizer, PK: pharmacokinetics, PM: poor metabolizer  

a) Simulated PK parameters are shown as geometric means with %CV and 95% confidence intervals. 

b) Observed PK parameters are shown as geometric means with %CV.  52 EMs and 6 PMs of CYP2C19 took part in Study 2. 

 

 
Table VI. Comparison of simulated tofacitinib exposure in Japanese poor versus extensive metabolizers of CYP2C19 

following single dosing (1-30 mg) 

PK parameter Dose Simulated in CYP2C19 EMa) Simulated in CYP2C19 PMa) PM/EM ratioa) 

Cmax 

(ng/mL) 

1 mg 
7.72 (38) 8.18 (37) 

1.06 

[7.15-8.33] [7.60-8.81] 

5 mg 
38.6 (38) 40.9 (37) 

[35.8-41.7] [38.0-44.0] 

15 mg 
126 (39) 133 (37) 

[116-136] [123-144] 

30 mg 
232 (38) 245 (37) 

[215-250] [228-264] 

AUCinf 

(ng*h/mL) 

1 mg 
32.1 (37) 38.8 (34) 

1.21 

[29.7-34.6] [36.1-41.6] 

5 mg 
160 (37) 194 (34) 

[148-173] [181-208] 

15 mg 
502 (36) 605(33) 

[465-543] [564-649] 

30 mg 
962 (37) 1160 (34) 

[890-1040] [1080-1250] 
AUCinf: area under plasma concentration-time curve from zero to infinity, Cmax: maximum plasma concentration, CV: coefficient of 
variation, EM: extensive metabolizer, PK: pharmacokinetics, PM: poor metabolizer  

a) Simulated PK parameters are shown as geometric means with %CV and 95% confidence intervals. 

 

Plasma exposure in Japanese and Caucasians at clinically approved dosage 

Simulations were conducted to compare steady state tofacitinib exposure in extensive and poor metabolizers 

of CYP2C19 in Japanese and Caucasians for 5 mg BID.  Simulations were also conducted for 5 mg BID in 

Japanese and Caucasians with typical proportions of CYP2C19 poor metabolizers.  As shown in Figure 5 and 

Table VII, the simulated plasma concentration-time profiles, as well as simulated Cmax and AUCtau values, for 

5 mg BID were comparable between Japanese and Caucasians.  Simulated plasma concentration profiles and 

PK parameters in Japanese CYP2C19 poor metabolizers with the highest exposure and Caucasian CYP2C19 

extensive metabolizers with the lowest exposure were also comparable. 
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Figure 5. Simulated plasma concentration-time profiles of tofacitinib in Japanese and Caucasian extensive metabolizers and 

poor metabolizers of CYP2C19 following 5 mg BID dosing.  Solid lines show mean simulated plasma 

concentrations in each population.  Dotted lines show 5th and 95th percentiles for the simulated plasma 

concentrations.  Simcyp default values were used for typical proportions of CYP2C19 poor metabolizers in 

Japanese (18%) and Caucasians (2.4%), respectively. 

 

 
Table VII. Comparison of simulated tofacitinib exposure in Japanese and Caucasian CYP2C19 extensive metabolizers and 

poor metabolizers at steady state following 5 mg BID dosing 

PK parametera) Population 
CYP2C19 

EM or PM 
Simulatedb) 

Ratio versus  

Caucasian EMc) 

Cmax 

(ng/mL) 

Japanese 

EM 
40.5 (37) 

1.17 
[37.6-43.6] 

PM 
43.9 (35) 

1.27 
[41.0-47.1] 

Typical PM 

frequency (18%) 

41.0 (36) 
1.18 

[38.2-44.1] 

Caucasian  

EM 
34.7 (35) 

- 
[32.3-37.3] 

PM 
37.8 (34) 

1.09 
[35.4-40.5] 

Typical PM 

frequency (2.4%) 

34.8 (35) 
1.00 

[32.4-37.4] 

AUCtau 

(ng*h/mL) 

Japanese 

EM 
168 (38) 

1.08 
[155-182] 

PM 
208 (36) 

1.33 
[193-224] 

Typical PM 

frequency (18%) 

174 (38) 
1.12 

[161-188] 

Caucasian  

EM 
156 (43) 

- 
[143-171] 

PM 
194 (43) 

1.24 
[179-211] 

Typical PM 

frequency (2.4%) 

157 (43) 
1.01 

[144-172] 
AUCtau: area under the plasma concentration-time curve during a dosing interval (tau) at steady-state, BID: twice daily, Cmax: maximum 

plasma concentration, CV: coefficient of variation, EM: extensive metabolizer, PK: pharmacokinetics, PM: poor metabolizer 
a) Simulations were conducted for 5 mg BID dosing for 5 days.  Only the morning dose was given on Day 5.  PK parameters were 

calculated for the final dose. 

b) Simulated PK parameters are shown as geometric means with %CV and 95% confidence intervals. 
c) Ratios are shown as comparison versus Caucasian EM. 
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DISCUSSION 

Tofacitinib is an orally active JAK3 kinase inhibitor which is approved for the treatment of RA in countries 

including Japan and the United States.  Previous studies have shown that the PK of tofacitinib is characterized 

by rapid absorption with a time to peak concentration of approximately 1 hour after oral administration and a 

terminal phase half-life of approximately 3 hours (16).  In the present simulation using the Simcyp-based PBPK 

model, observed concentration data points derived from clinical studies were largely within the range of 5th and 

95th percentiles across doses and populations studied.  The simulated versus observed ratios for Cmax after single 

dosing of 1 to 30 mg ranged from 0.743 to 1.06 and 0.732 to 0.928 in Japanese and Caucasians, respectively 

(Table III).  The respective ratios for AUCinf across doses studied ranged from 1.29 to 1.50 and 1.11 to 1.28 in 

Japanese and Caucasians, respectively.  Furthermore, the simulated versus observed ratios for AUCtau and Cmax 

after multiple dosing (15 mg BID) were close to 1 in Japanese (Table IV).  These results demonstrate that the 

PBPK model employed in this study provides a reasonable prediction of PK profiles of tofacitinib irrespective of 

dosing regimen and populations.  The present data demonstrates that the simulated and observed plasma 

concentration-time profiles, as well as PK parameters after both single and multiple dosing were comparable 

between the Japanese and Caucasians.  This finding is consistent with the current tofacitinib labels in Japan and 

the United States, where there is no recommendation of dose adjustment according to race from a PK point of 

view. 

Clinical relevance of CYPC19 polymorphism to drug metabolism has been well characterized to date (3), 

and the allele frequencies are reported to be different between the Asian and Caucasian populations, 

i.e. proportion of poor metabolizers being approximately 18-23% in Asians and 2-5% in Caucasians (2,34).  

The poor metabolizers possess mutations in the CYP2C19 gene that preclude the expression of normal enzymes, 

resulting in deficiency of enzyme activity.  However, clinical data have demonstrated the contribution of 

CYP2C19 in tofacitinib elimination to be minor and no obvious differences have been reported in tofacitinib 

exposure between extensive and poor metabolizers in the Japanese healthy volunteers who took part in Study 1 

(28).  In Study 2, AUCinf has been reported to be 17% higher in poor metabolizers of CYP2C19 compared to 

extensive metabolizers (16,28).  In the present study, the effect of CYP2C19 genotype on tofacitinib exposure 

was explored using the current PBPK model to evaluate the need for dose adjustment in poor metabolizers of 

CYP2C19 (16).  The simulated exposure in CYP2C19 poor metabolizers was slightly higher compared to 

extensive metabolizers (6% for Cmax and approximately 20% for AUCinf, Table V and Table VI), but the 

simulated PK parameters were comparable between the extensive and poor metabolizers of CYP2C19 in both 

populations.  Simulations conducted for the clinically approved dosing regimen (5 mg BID) showed that the 

plasma concentration profiles, as well as simulated Cmax and AUCtau, were essentially comparable among 

Japanese and Caucasian extensive and poor metabolizers of CYP2C19 (Figure 5 and Table VII).  Exposure in 

Japanese extensive and poor metabolizers were slightly higher compared to Caucasian extensive and poor 

metabolizers, respectively.  The precise reason for the slight difference remains to be clarified, but it may, at 

least in part, be attributable to the smaller body weight in the Simcyp generated Japanese population.  

Nevertheless, the simulated data are consistent with earlier findings that CYP2C19 metabolism is a minor 

contributor in tofacitinib elimination, and that the difference in PK profiles between extensive and poor 

metabolizers of CYP2C19 either in Japanese or Caucasians is not clinically significant.  Thus, the results of the 

present simulation are in agreement with the current tofacitinib labels in Japan and the United States, where there 

is no recommendation of dose adjustment for CYP2C19 poor metabolizers (26,27).  Although there are known 

differences in the frequency of CYP2C19 poor metabolizers between the Japanese and Caucasian populations, it 

is considered that deficiency of CYP2C19 activity does not have such a large impact on tofacitinib exposure that 

it requires a dose adjustment. 

Although the PBPK model employed in the present study provided adequate prediction of PK profiles in 

Japanese and in Caucasian healthy volunteers, the simulated exposure in the current model were apparently 

lower compared to reported values in RA patients.  Estimated Cmax and AUCtau at steady state for tofacitinib 

5 mg BID monotherapy in RA patients has been reported to be 60.4 ng/mL and 262 ng·a/mL in Japanese, and 

61.9 ng/mL and 263 ng·h/mL in non-Japanese, respectively (28), whereas the simulated results for Cmax and 

AUCtau in this study were 41.0 ng/mL and 174 ng·h/mL in Japanese, and 34.8 ng/mL and 157 ng·h/mL in 

Caucasians with typical proportions of CYP2C19 poor metabolizers, respectively (Table VII).  This observation 

is reasonable considering that tofacitinib exposure in patients with RA or psoriasis is known to be higher 

compared to healthy volunteers (35).  One hypothesis for the difference in apparent oral clearance of tofacitinib 

between the healthy volunteers and patients is the downregulation of CYP3A4 activity by inflammatory stimuli 

(36).  In fact, elevated levels of cytokines have been reported to downregulate the expression and suppress the 

activity of CYPs, and interleukin-6 (IL-6) in inflammatory disease states are known to downregulate CYP3A4 

activity (37).  Since the target patient population of tofacitinib are under inflammation burden from diseases 
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such as RA or psoriasis, it is likely that the clinically observed differences in exposure between patients and 

healthy volunteers are attributable to the effects of inflammatory burden (36).  Further investigation on the 

sensitivity of disease-drug interaction in relation to ethnic factors remains to be conducted to fully establish the 

PBPK modeling of tofacitinib in RA patients (36). 

In recent years, many drug labels are known to be informed by PBPK modeling in the designing stages of 

clinical trials or in providing additional information for dose adjustment (11,38).  PBPK modeling can start at 

very early stages of drug development and can be used to provide information needed for an efficient 

development strategy by helping to identify potential ethnicity-based differences in PK (1,11).  Since clinical 

data from patients outside of Japan are often available prior to the start of multi-regional clinical trials, PBPK is 

one of the methods to allow effective use of foreign data in assessment of the necessity to conduct a Phase 1 

study and/or a dose ranging study in the Japanese population prior to joining a multi-regional clinical trial, and in 

defining optimal dosing regimens in Japanese.  Although PBPK modeling is not a tool that can replace clinical 

studies, it can add considerable value to clinical data and allow later studies to become confirmatory rather than 

just exploratory (11).  The currently available physiological data for Japanese are from more limited sources 

compared to the Caucasian population (39-41).  Further collection of demographic, anatomical and 

physiological data in Japanese healthy volunteers would be valuable in future PBPK modeling to predict the PK 

profile in Japanese.  Although additional studies are essential to clarify the disease-drug interaction for 

predicting PK profiles in patient populations, the current study indicates the potential usefulness of PBPK 

modeling in defining an optimal dose and in constructing study designs based on early phase study outcomes in 

the Japanese population. 

In conclusion, tofacitinib PK in Japanese healthy volunteers was adequately predicted by the current PBPK 

model using Simcyp.  Although the prediction of tofacitinib exposure in Japanese patients with RA or other 

inflammatory diseases requires further investigation, including the effect of inflammation on tofacitinib PK, this 

study successfully demonstrated an experimental application of PBPK modeling in evaluating ethnic sensitivity 

in PK at early stages of development, presenting the potential usefulness of PBPK modeling as an efficient and 

scientific method for optimal dose setting in the Japanese population.  In combination with population PK 

analyses, the application of the PBPK modeling approach has the potential to expand to provide even more 

valuable input to impact drug development strategies and regulatory decision making. 

 

ACKNOWLEDGEMENTS 

The authors would like to thank Dr. So Miyoshi and Dr. Sriram Krishnaswami for their comments and 

suggestions on this manuscript.  Misaki Suzuki is a student at Kobe University Graduate School of Medicine, 

and an employee of Pfizer Japan Inc., Tokyo, Japan. 

 

REFERENCES 

1. Ichimaru, K., Toyoshima, S., and Uyama, Y.  2010.  Effective global drug development strategy for 

obtaining regulatory approval in Japan in the context of ethnicity-related drug response factors.  Clin 

Pharmacol Ther 87: 362-366. 

2. Chen, M. L.  2006.  Ethnic or racial differences revisited: impact of dosage regimen and dosage form on 

pharmacokinetics and pharmacodynamics.  Clin Pharmacokinet 45: 957-964. 

3. Yasuda, S. U., Zhang, L., and Huang, S. M.  2008.  The role of ethnicity in variability in response to 

drugs: focus on clinical pharmacology studies.  Clin Pharmacol Ther 84: 417-423. 

4. Arnold, F. L., Fukunaga, S., Kusama, M., Matsuki, N., and Ono, S.  2014.  Assessment of factors 

associated with dose differences between Japan and the United States.  Clin Pharmacol Ther 95: 542-549. 

5. Arnold, F. L., Kusama, M., and Ono, S.  2010.  Exploring differences in drug doses between Japan and 

Western countries.  Clin Pharmacol Ther 87: 714-720. 

6. Malinowski, H. J., Westelinck, A., Sato, J., and Ong, T.  2008.  Same drug, different dosing: 

differences in dosing for drugs approved in the United States, Europe, and Japan.  J Clin Pharmacol 48: 

900-908. 

7. Nakashima, K., Narukawa, M., Kanazu, Y., and Takeuchi, M.  2011.  Differences between Japan and 

the United States in dosages of drugs recently approved in Japan.  J Clin Pharmacol 51: 549-560. 

8. ICH Harmonised Tripartite Guideline.  1998.  Ethnic factors in the acceptability of foreign clinical data.  

ICH-E5(R1).  Available at http://www.ich.org (Accessed November 11, 2016).   

9. Pharmaceutical and Food Safety Bureau, Ministry of Health, Labour and Welfare.  2007.  Notification 

No. 0928010 Basic principles on Global Clinical Trials.  Available at 

http://www.pmda.go.jp/files/000157900.pdf (Accessed November 11, 2016).   

10. Pharmaceutical and Food Safety Bureau, Ministry of Health, Labour and Welfare.  2014.  Basic 

http://www.ich.org/
http://www.pmda.go.jp/files/000157900.pdf


M. SUZUKI et al. 

 

E160 

Principles for Conducting Phase I Trials in the Japanese Population Prior to Global Clinical Trials.  

Available at https://www.pmda.go.jp/files/000157777.pdf (Accessed November 11, 2016).   

11. Jamei, M.  2016.  Recent Advances in Development and Application of Physiologically-Based 

Pharmacokinetic (PBPK) Models: a Transition from Academic Curiosity to Regulatory Acceptance.  Curr 

Pharmacol Rep 2: 161-169. 

12. Jamei, M., Dickinson, G. L., and Rostami-Hodjegan, A.  2009.  A framework for assessing 

inter-individual variability in pharmacokinetics using virtual human populations and integrating general 

knowledge of physical chemistry, biology, anatomy, physiology and genetics: A tale of 'bottom-up' vs 

'top-down' recognition of covariates.  Drug Metab Pharmacokinet 24: 53-75. 

13. Krishnaswami, S., Boy, M., Chow, V., and Chan, G.  2015.  Safety, tolerability, and pharmacokinetics 

of single oral doses of tofacitinib, a Janus kinase inhibitor, in healthy volunteers.  Clin Pharmacol Drug 

Dev 4: 83-88. 

14. Meyer, D. M., Jesson, M. I., Li, X., Elrick, M. M., Funckes-Shippy, C. L., Warner, J. D., Gross, C. J., 

Dowty, M. E., Ramaiah, S. K., Hirsch, J. L., Saabye, M. J., Barks, J. L., Kishore, N., and Morris, D. L.  

2010.  Anti-inflammatory activity and neutrophil reductions mediated by the JAK1/JAK3 inhibitor, 

CP-690,550, in rat adjuvant-induced arthritis.  J Inflamm (Lond) 7: 41. 

15. Rochman, Y., Spolski, R., and Leonard, W. J.  2009.  New insights into the regulation of T cells by 

gamma(c) family cytokines.  Nat Rev Immunol 9: 480-490. 

16. Dowty, M. E., Lin, J., Ryder, T. F., Wang, W., Walker, G. S., Vaz, A., Chan, G. L., Krishnaswami, S., 

and Prakash, C.  2014.  The pharmacokinetics, metabolism, and clearance mechanisms of tofacitinib, a 

janus kinase inhibitor, in humans.  Drug Metab Dispos 42: 759-773. 

17. Burmester, G. R., Blanco, R., Charles-Schoeman, C., Wollenhaupt, J., Zerbini, C., Benda, B., Gruben, 

D., Wallenstein, G., Krishnaswami, S., Zwillich, S. H., Koncz, T., Soma, K., Bradley, J., Mebus, C., 

and Oral Step Investigators.  2013.  Tofacitinib (CP-690,550) in combination with methotrexate in 

patients with active rheumatoid arthritis with an inadequate response to tumour necrosis factor inhibitors: a 

randomised phase 3 trial.  Lancet 381: 451-460. 

18. Fleischmann, R., Kremer, J., Cush, J., Schulze-Koops, H., Connell, C. A., Bradley, J. D., Gruben, D., 

Wallenstein, G. V., Zwillich, S. H., Kanik, K. S., and Oral Step Investigators.  2012.  

Placebo-controlled trial of tofacitinib monotherapy in rheumatoid arthritis.  N Engl J Med 367: 495-507. 

19. Kremer, J., Li, Z. G., Hall, S., Fleischmann, R., Genovese, M., Martin-Mola, E., Isaacs, J. D., Gruben, 

D., Wallenstein, G., Krishnaswami, S., Zwillich, S. H., Koncz, T., Riese, R., and Bradley, J.  2013.  

Tofacitinib in combination with nonbiologic disease-modifying antirheumatic drugs in patients with active 

rheumatoid arthritis: a randomized trial.  Ann Intern Med 159: 253-261. 

20. Lee, E. B., Fleischmann, R., Hall, S., Wilkinson, B., Bradley, J. D., Gruben, D., Koncz, T., 

Krishnaswami, S., Wallenstein, G. V., Zang, C., Zwillich, S. H., van Vollenhoven, R. F., and Oral Step 

Investigators.  2014.  Tofacitinib versus methotrexate in rheumatoid arthritis.  N Engl J Med 370: 

2377-2386. 

21. van der Heijde, D., Tanaka, Y., Fleischmann, R., Keystone, E., Kremer, J., Zerbini, C., Cardiel, M. H., 

Cohen, S., Nash, P., Song, Y. W., Tegzová, D., Wyman, B. T., Gruben, D., Benda, B., Wallenstein, G., 

Krishnaswami, S., Zwillich, S. H., Bradley, J. D., Connell, C. A., and Oral Step Investigators.  2013.  

Tofacitinib (CP-690,550) in patients with rheumatoid arthritis receiving methotrexate: twelve-month data 

from a twenty-four-month phase III randomized radiographic study.  Arthritis Rheum 65: 559-570. 

22. van Vollenhoven, R. F., Fleischmann, R., Cohen, S., Lee, E. B., Garcia Meijide, J. A., Wagner, S., 

Forejtova, S., Zwillich, S. H., Gruben, D., Koncz, T., Wallenstein, G. V., Krishnaswami, S., Bradley, J. 

D., Wilkinson, B., and Oral Step Investigators.  2012.  Tofacitinib or adalimumab versus placebo in 

rheumatoid arthritis.  N Engl J Med 367: 508-519. 

23. Papp, K. A., Menter, A., Strober, B., Langley, R. G., Buonanno, M., Wolk, R., Gupta, P., 

Krishnaswami, S., Tan, H., and Harness, J. A.  2012.  Efficacy and safety of tofacitinib, an oral Janus 

kinase inhibitor, in the treatment of psoriasis: a Phase 2b randomized placebo-controlled dose-ranging study.  

Br J Dermatol 167: 668-677. 

24. Ports, W. C., Khan, S., Lan, S., Lamba, M., Bolduc, C., Bissonnette, R., and Papp, K.  2013.  A 

randomized phase 2a efficacy and safety trial of the topical Janus kinase inhibitor tofacitinib in the 

treatment of chronic plaque psoriasis.  Br J Dermatol 169: 137-145. 

25. Sandborn, W. J., Ghosh, S., Panes, J., Vranic, I., Su, C., Rousell, S., Niezychowski, W., and Study 

A3921063 Investigators.  2012.  Tofacitinib, an oral Janus kinase inhibitor, in active ulcerative colitis.  

N Engl J Med 367: 616-624. 

26. Pfizer Inc.  Xeljanz (tofacitinib) US label.  Revised February 2016.  Available at 

http://labeling.pfizer.com/ShowLabeling.aspx?id=959 (Accessed November 11, 2016).   

https://www.pmda.go.jp/files/000157777.pdf
http://labeling.pfizer.com/ShowLabeling.aspx?id=959


PBPK ANALYSIS OF TOFACITINIB IN THE JAPANESE POPULATION 

E161 

27. Pfizer Japan Inc.  Xeljanz (tofacitinib) Japan label [in Japanese].  Revised January 2015.  Available at 

http://www.info.pmda.go.jp/downfiles/ph/PDF/671450_3999034F1020_1_05.pdf  (Accessed November 

11, 2016).   

28. Pfizer Japan Inc.  Xeljanz (tofacitinib) JNDA summary of submission documents [in Japanese].  

Available at http://www.pmda.go.jp/drugs/2013/P201300041/index.html (Accessed November 11, 2016).  

29. U.S. Food and Drug Administration.  Xeljanz (tofacitinib) Drug Approval Package. Clinical 

Pharmacology Biopharmaceutics Review(s).  Available at 

http://www.accessdata.fda.gov/drugsatfda_docs/nda/2012/203214Orig1s000ClinPharmR.pdf (Accessed 

November 11, 2016) .   

30. Tse, S., Dowty, M. E., Menon, S., Gupta, P., and Krishnaswami, S.  2016.  Application of PBPK 

(Simcyp) modeling for the prediction of tofacitinib clinical drug-drug interactions.  ASCPT 2016 Annual 

Meeting.  

31. Myrand, S. P., Sekiguchi, K., Man, M. Z., Lin, X., Tzeng, R. Y., Teng, C. H., Hee, B., Garrett, M., 

Kikkawa, H., Lin, C. Y., Eddy, S. M., Dostalik, J., Mount, J., Azuma, J., Fujio, Y., Jang, I. J., Shin, S. 

G., Bleavins, M. R., Williams, J. A., Paulauskis, J. D., and Wilner, K. D.  2008.  

Pharmacokinetics/genotype associations for major cytochrome P450 enzymes in native and first- and 

third-generation Japanese populations: comparison with Korean, Chinese, and Caucasian populations.  

Clin Pharmacol Ther 84: 347-361. 

32. Kim, K., Johnson, J. A., and Derendorf, H.  2004.  Differences in drug pharmacokinetics between East 

Asians and Caucasians and the role of genetic polymorphisms.  J Clin Pharmacol 44: 1083-1105. 

33. Xie, H. G., Kim, R. B., Wood, A. J., and Stein, C. M.  2001.  Molecular basis of ethnic differences in 

drug disposition and response.  Annu Rev Pharmacol Toxicol 41: 815-850. 

34. Mizutani, T.  2003.  PM frequencies of major CYPs in Asians and Caucasians.  Drug Metab Rev 35: 

99-106. 

35. Ma, G., Xie, R., Ito, K., Conrado, D., Wolk, R., Valdez, H., Rottinghaus, S., Krishnaswami, S., and 

Gupta, P.  2015.  Population pharmacokinetics of tofacitinib in adult patients with moderate to severe 

chronic plaque psoriasis.  23rd World Congress of Dermatology: Abstract 2977967. 

36. Wang, X., Krishnaswami, S., Tse, S., Lin, J., Dowty, M. E., Menon, S., Tallman, A., and Gupta, P.  

2016.  Inflammation and cytochrome P450-mediated metabolism of tofacitinib.  ASCPT 2016 Annual 

Meeting.  

37. Machavaram, K. K., Almond, L. M., Rostami-Hodjegan, A., Gardner, I., Jamei, M., Tay, S., Wong, S., 

Joshi, A., and Kenny, J. R.  2013.  A physiologically based pharmacokinetic modeling approach to 

predict disease-drug interactions: suppression of CYP3A by IL-6.  Clin Pharmacol Ther 94: 260-268. 

38. Zhao, P., Rowland, M., and Huang, S. M.  2012.  Best practice in the use of physiologically based 

pharmacokinetic modeling and simulation to address clinical pharmacology regulatory questions.  Clin 

Pharmacol Ther 92: 17-20. 

39. Feng, S., Shi, J., Parrott, N., Hu, P., Weber, C., Martin-Facklam, M., Saito, T., and Peck, R.  2016.  

Combining 'Bottom-Up' and 'Top-Down' Methods to Assess Ethnic Difference in Clearance: Bitopertin as 

an Example.  Clin Pharmacokinet 55: 823-832. 

40. Feng, S., Cleary, Y., Parrott, N., Hu, P., Weber, C., Wang, Y., Yin, O. Q., and Shi, J.  2015.  

Evaluating a physiologically based pharmacokinetic model for prediction of omeprazole clearance and 

assessing ethnic sensitivity in CYP2C19 metabolic pathway.  Eur J Clin Pharmacol 71: 617-624. 

41. Inoue, S., Howgate, E. M., Rowland-Yeo, K., Shimada, T., Yamazaki, H., Tucker, G. T., and 

Rostami-Hodjegan, A.  2006.  Prediction of in vivo drug clearance from in vitro data. II: potential 

inter-ethnic differences.  Xenobiotica 36: 499-513. 

 

http://www.info.pmda.go.jp/downfiles/ph/PDF/671450_3999034F1020_1_05.pdf
http://www.pmda.go.jp/drugs/2013/P201300041/index.html
http://www.accessdata.fda.gov/drugsatfda_docs/nda/2012/203214Orig1s000ClinPharmR.pdf

